<hml version="1L0.1" xmins="http:// schemas.omdp.org/spec/hmlf 1.0.17
wsi:schemalocation="http://schemas.nmd p.org/spec/hmif1.0.1 hitp://fschemas.nmdp.org/spec/hmif1.0.1/hmi-
L0 1 xsd”™ xmlnsssi="https/ fesanw.w3.org/ 2001, XMUSCchema-instance” project-names="%*s% 580,
<hmlid root="744" extension="552271-2021-11-10" />

<reporting-center reporting-center-id="744" />

<sample id="Sample 1D 3" center-code="001">

<collection-method=>Buccal Swab</collection-method=

<typing date="2021-11-10" gene-family="HLA"™ >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34,.0">
zproperty name="SupplierOrderLine|D" valyg=""***5333% jy

<glstring>=HLA-A* PENDING+HLA-A®PENDING</glstring>

=/allele-assignment>

<typing-method=

<sbt-ngs locus="HLA-A" test-id="MiSeq" test-id-source="Histogenetics™ />
=typing-method>

<oonsensus-sequence date="2021-11-10" /»

<ftyping>

<typing date="2021-11-10" gene-family="HLA >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
=property name="SupplierOrderLine D" valug="""=""="%2" s
<glstring>HLA-B*PENDING+HLA-B* PENDING</glstring>

<fallele-assignments

<typing-method>

<sbt-ngs locus="HLA-B" test-id="Mi5eq" test-id-source="Histogenetics" /=
<(typing-method>

<Cconsensus-sequence date="2021-11-10" />

<ftyping>

<typing date="2021-11-10" gene-family="HLA"»

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
<property name="5SupplierOrderlinelD" value="***=****" /5

<glstring>HLA-C* PENDING+HLA-C*PENDING</glstring>

<fallele-assignments

<typing-method>

<sbt-ngs locus="HLA-C" test-id="MiSeq" test-id-source="Histogenetics" />
<ftyping-methad>

<ponsensus-sequence date="2021-11-10" />

<ftyping>

<typing date="2021-11-10" gene-family="HLA" >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
<property name="SupplierOrderLine|D" valug=""""""¥saal jy
<glstring>HLA-DRB1*PENDING+HLA-DRBE1*PENDING</glstring=

«fallele-assignments

<iyping-method>

<sbi-ngs locus="HLA-DRB1" test-id="Miseq" test-id-source="Histogenetics” /=
<typing-method>

<CONSensus-sequence date="2021-11-10" />

<ftyping>

<iyping date="2021-11-10" gene-family="HLA" >

<allele-assignment date="2021-11- 10" allele-db="IMGT/HLA" allele-version="3.34.0%>
<property name="SupplierOrderLine|D" valyg="=***===s="
<glstring>HLA-DRB3I*PENDING+HLA-DRB3I*PENDING</glstring>

<fallele-assignment>

<typing-method=

<sht-ngs locus="HLA-DRB3" test-id="Mi5Seq"” test-id-source="Histogenetics" />
=typing-method>

<CONSensus-sequence date="2021-11-10" />

<ftyping=>



<typing date="2021-11-10" gene-family="HLA"=

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
=property name="SupplierOrderLine D" valug=""*=*=%3%2" 15
<glstring>HLA-DAB4*PENDING+HLA-DRBA* PENDING </fglstring>
<fallele-assignment=

<typing-methods

<sbt-ngs locus="HLA-DRB4" test-id="MiSeq" test-id-source="Histogenetics" />
=typing-method=>

<ponsensus-sequence date="2021-11-10" />

<ftyping>

<typing date="2021-11-10" gene-family="HLA >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.07>
<property name="SupplierOrderline D" values"***4s+s2aa0 j,
<glstring=HLA-DOB1*PENDING+HLA-DOB1*PENDING</glstring>
=fallele-assignments

<typing-method=

<sbt-ngs locus="HLA-DQB1" test-id="MiSeq" test-id-source="Histogenetics™ />
</typing-method>

<oonsensus-sequence dabe="2021-11-10" /=

<[typing>

<typing date="2021-11-10" gene-family="HLA" >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allzle-version="3.34.0">
<property name="5upplierOrderLinelD" valyg=""""*"sssnes f,
=glstring>HLA-DPB1*PENDING+HLA-DPB1* PENDING</glstring>
<fallele-assignment>

<iyping-methods

<sht-ngs [ocus="HLA-DPB1" test-id="MiSeq" test-id-source="Histogenetics” />
<ftyping-method>

<eonsensus-sequence date="2021-11-10" />

</typing>

< /sample>

</hmil=



